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Sequenced samples: Back story MRSA

Hospital 1 suspects an outbreak from July. Hospital 2 also suspects an outbreak, possibly originating as a 
transmission from P7 in August. 
NB Patient 2 was at Hospital 1 but was not sampled

NB P7 was also a patient at H1 in June

SaH1P10622

SaH1P41122
SaH2P70722

SaH1P51022
SaH1P30922

SaH2P90822

SaH2P60722

Sa= species; H# is hospital; P# is patient; MMYY
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Sequenced samples: Back story UPEC

Three urine samples from one week period in November 2022, plus one bloodstream isolate from one of 
these patients, who developed an invasive infection

EcP2U1122

EcP2B1122
EcP1U1122

EcP3U1122

Ec_species; P# is patient; U=urine; B=bloodstream; MMYY
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Ridom Seqsphere+ analysis of the different assemblies: S. aureus
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Ridom Seqsphere+ analysis of the different assemblies: E. coli
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Many thanks for your 
attention

Questions??


